The asymmetric unit of the title triangulo-triruthenium compound, Ru 3 (CO) 9 (-Ph 2 AsCH 2 AsPh 2 )(P[OCH(CH 3 ) 2 ] 3 ) or [Ru 3 (C 25 H 22 As 2 )(C 9 H 21 O 3 P)(CO) 9 ], contains two molecules of the triangulo-triruthenium complex. The bis(diphenylarsanyl)methane ligand bridges an Ru-Ru bond and the monodentate phosphite ligand binds to the third Ru atom. Both the arsine and phosphite ligands are equatorial with respect to the Ru 3 triangle. Additionally, each Ru atom carries one equatorial and two axial terminal carbonyl ligands. The dihedral angles between the pairs of benzene rings bound to individual As atoms are 85.67 (8) and 75.91 (8) in the first independent molecule and 74. 64 (8) and 70.76 (9) in the second. In the crystal, molecules are linked into a threedimensional framework by intermolecular C-HÁ Á ÁO hydrogen bonds.
Related literature
For related structures, see: Bruce et al. (1983 Bruce et al. ( , 1988 ; Churchill et al. (1977) ; Shawkataly et al. (1998) . For the synthesis, see: Shawkataly et al. (2011) ; Bruce et al. (1987) . For the stability of the temperature controller used in the data collection, see: Cosier & Glazer (1986) .
Experimental
Crystal data [Ru 3 (C 25 H 22 As 2 )(C 9 H 21 O 3 P) (CO) Table 1 Hydrogen-bond geometry (Å , ). (ii) Àx þ 1; Ày þ 1; Àz; (iii) Àx; Ày þ 1; Àz þ 1.
D-HÁ
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 ).
The bond lengths and angles of the title compound are comparable to those found in its related structure (Shawkataly et al., 1998) . The bis(diphenylarsino)methane ligand bridges the Ru1 -Ru2 bond and the monodentate phosphite ligand bonds to the Ru3 atom. Both the phosphite and arsine ligands are equatorial with respect to the Ru 3 triangle. Additionally, each Ru atom carries one equatorial and two axial terminal carbonyl ligands. The dihedral angles between the two benzene rings (C1-C6/C7-C12 & C14-C19/C20-C25) are 85.67 (8), 75.91 (8) and 74.64 (8), 70.76 (9) for the two diphenylarsanyl groups of molecule A and B, respectively.
In the title compound, one of the Ru -Ru bonds is noticeably longer compared to the other two Ru -Ru bonds. The unevenness in the lengths of Ru -Ru bonds in comparison with those of the Ru 3 (CO) 12 structure (Churchill et al., 1977) , can be attributed to the steric effect induced by the bulky substituent. In the crystal, molecules are linked into a three-dimensional framework by intermolecular C-H···O weak intearctions. (Fig. 3) .
Experimental
All manipulations were performed under a dry, oxygen-free dinitrogen atmosphere using standard Schlenk techniques. All solvents were dried over sodium and distilled from sodium benzophenone ketyl under nitrogen (Bruce et al., 1987) . Isopropyl phosphite was used as received and bis(diphenylarsino)methane (Bruce et al., 1983) was prepared by the reported procedure. All hydrogen atoms were positioned geometrically and refined using a riding model with C-H = 0.93-0.98 Å and U iso (H) = 1.2U eq (C) and 1.5U eq (C of methyl group). Figures   Fig. 1 . The asymmetric unit, showing 50% probability displacement ellipsoids. Crystal data [Ru 3 (C 25 
Special details
Experimental. The crystal was placed in the cold stream of an Oxford Cyrosystems Cobra open-flow nitrogen cryostat (Cosier & Glazer, 1986 ) operating at 100.0 (1) K.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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